INTRODUCTION
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Liver tissue samples from each individual were isolated using sterile forceps and scissors immediately 4 5 0 after cutting and placed into numbered tubes (Corning, New York, U.S.A.) containing RNAsave. These tissues 4 5 1 were stored at -80 °C until use. Cellular degradation of the liver tissues was performed using a lyser with 4 5 2 tungsten beads. Then, total RNA extraction was performed using a commercial kit (Axygen). The total RNA leptin receptor coding region from cDNA. PCR products (15 µl) were evaluated for a 350 bp length using 2% 4 6 0 agarose gels (electrophoresed at 80 V/2 h) and stained with ethidium bromide. Separated fragments in the 4 6 1 electrophoresis gel were cut with a sterile scalpel under UV light and transferred to individual 1.5 ml pre-4 6 2 numbered tubes. The PCR reactions were performed in 20 ml reaction volumes with 2 µl of genomic DNA (20 4 6 3 ng) as a template, 2 µl of buffer (NH 2 SO 4 ), 0.4 µl of a dNTP mix (2.5 mmol/L), 0.5 ml of each primer (20 4 6 4 nmol/ml), 1.25 µl of MgCl 2 (25 mM) and 0.15 µl of EX Taq polymerase (Takara Bio Inc. Shiga, Japan).
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Amplifications were performed using a thermal cycler (Thermo Arktik) with the following conditions: 3 min for 
tca gag gga ttt tca gag cct tca gag cag gat ggt gct ttc economic traits, such as milk yield, feed intake, adiposity, growth, and carcass quality. DeVuyst et al. (2008) 5 9 9
found that both crossbred CT and TT beef cows wean significantly heavier beef calves than CC cows. There 
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This polymorphism, in which the first nucleotide is a thymine instead of cytosine in the 25 th codon, changed 6 0 3
arginine to a cysteine. However, homozygous animals carrying the T allele show no difference compared to 6 0 4
animals carrying the C allele in terms of milk fat and milk protein production and a daily milk yield of more than 6 0 5
1.5 kg. In addition, homozygous T allele-bearing animals developed higher fatty carcasses than those with the C 6 0 6
allele (Buchanan et al. 2002) . Leptin gene polymorphisms are used as DNA markers in marker-assisted selection 6 0 7
(MAS) for commercial farming.
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Feed consumption, growth, development, energy metabolism and immune system functioning have a high
